In the title compound, C 15 H 19 NO 4 , the cyclohexyl ring adopts a chair conformation with both exocyclic C-C bonds in equatorial orientations. The dihedral angle between the basal plane of cyclohexyl ring and the 2,4-dihydroxybenzaldehyde moiety is 84.13 (13) . An intramolecular O-HÁ Á ÁN hydrogen bonds closes an S(6) ring. In the crystal, O c -HÁ Á ÁO p (c = carboxylic acid, p = phenol) hydrogen bonds link the molecules into [100] C(13) chains whereas an O p -HÁ Á ÁO c hydrogen bond generates [101] C(15) chains. Together, these bonds generate (010) sheets incorporating R 2 2 (20) loops. Weak C-HÁ Á ÁO and C-HÁ Á Á interactions also occur.
Related literature
For the crystal structures of related Schiff bases, see: Shuja et al. (2006 Shuja et al. ( , 2007 ; Nisar et al. (2011 Table 1 Hydrogen-bond geometry (Å , ).
Cg2 is the centroid of the C10-C15 benzene ring. Symmetry codes: (i) x; Ày þ 3 2 ; z À 1 2 ; (ii) x þ 1; Ày þ 3 2 ; z þ 1 2 ; (iii) Àx; Ày þ 1; Àz; (iv) Àx þ 1; y À 1 2 ; Àz þ 1 2 ; (v) Àx; y þ 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL2014/6 (Sheldrick, 2015) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and PLATON (Spek, 2009); software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON.
S1. Comment
The title compound (I, Fig. 1 ) is the Schiff base ligand synthesized from tranexamic acid and 2,4-dihydroxybenzaldehyde.
The reported crystal structures of the Schiff bases of tranexamic acid are 2-[(4-carboxycyclohexyl)methylammoniomethyl]-6-hydroxyphenolate (Shuja et al., 2006) , 4-((E)-(5-bromo-2-hydroxybenzylidene)aminomethyl)cyclohexane-1carboxylic acid (Shuja et al., 2007) and 4-({[(E)-pyridin-3-ylmethylidene]amino}-methyl)cyclohexanecarboxylic acid (Nisar et al., 2011) . The title compound is synthesized for various studies and complexation with different metals.
In ( x + 1, −y + 3/2, z + 1/2], C9-H9···O1 iii and C14-H14···O3 iv [iv = −x + 1, y − 1/2, −z + 1/2] interactions complete R 3 3 (15) ring motifs. In this way, the alternate R 3 3 (15) and R 2 2 (20) ring motifs stabilize the molecules in the form of twodimensional network with base vectors [1 0 0], [0 0 1] in the plane (0 1 0). A C-H···π interaction (Table 1) is also involved in the packing.
S2. Experimental
Tranexamic acid (0.786 g, 5 mmol) and 2,4-dihydroxybenzaldehyde (0.661 g, 5 mmol) were disolved in 10 ml distilled water and 10 ml e thanol separately. These mixture were mixed and refluxed for 4 h to yield orange precipitate. The precipitates obtained were filtered and dried from which light orange plates of (I) were obtained after recrystallization in ethanol after one week.
Yield: 83%
Melting point:512 K.
S3. Refinement
The coordinates of H-atoms of carboxylic acid were refined with constraints. The H-atoms were positioned geometrically View of the title compound with displacement ellipsoids drawn at the 50% probability level. The dotted line represents the intramolecular hydrogen bonding.
Figure 2
A partial packing diagram, showig that molecules form R 2 2 (20) and R 3 3 (15) ring motifs. H atoms not involved in hydrogen-bonding interactions are omitted for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
4-{[(2,4-Dihydroxybenzylidene)amino]methyl}cyclohexanecarboxylic acid

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.0521 (6) 
Hydrogen-bond geometry (Å, º)
Cg2 is the centroid of the C10-C15 benzene ring. Symmetry codes: (i) x, −y+3/2, z−1/2; (ii) x+1, −y+3/2, z+1/2; (iii) −x, −y+1, −z; (iv) −x+1, y−1/2, −z+1/2; (v) −x, y+1/2, −z+1/2.
